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A study on Disease Resistance Genes in Rubber Tree

(Hevea brasiliensis) for Rubber Breeding Program
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zinc finger (AN1-
like) family protein Arabidopsis up-regulate
T4-7 NM 112098.2 171
(AT3G12630) thaliana in infected BPM 24
mRNA
Phenyl alanine
Arabidopsis up-regulate
T9-1 NM 120505 201 ammonia-lyase
thaliana in infected BPM 24
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M39A 2 BRTAIUTTHINANWAUIOY PCR product V048U rbp HU I18S rRNA (Relative

. . o o Yo & & &
intensity) Tulugamismiug BPM 24 nasoin lasureiluna 0, 6, 12, uag 18 %2 Tug

e X O ANNYNLOV (band intensity) Relative intensity
N IAsuEe (F1u9)
rbp 185 rRNA (rbp/18S rRNA)
0 69.97 +1.29 172.02 +£1.33 0.406
6 121.47 £2.15 172.30 £ 1.64 0.705
12 154.02 £ 1.89 173.70 £ 1.00 0.886
18 169.80 = 1.10 172.49 £ 1.70 1.015
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NANUIN N
sofnalelngd ERNYRITIAIL: seua (5->3)
Apol adapter forward 17 CTCGTAGACTGCGTCC
Apol adapter reverse 18 AATTGGTACGCAGTCTAC
Msel adapter forward 16 GACGATGAGTCCTGAG
Msel adapter reverse 14 TACTCAGGACTCAT

Apol pream
Apol CGC
Apol TGA
Apol CAG
Apol TCT
Apol CTA
Msel pream
Msel ATC
Msel ATG
Msel AGG
Msel ACG

Msel ACC

21
18
18
18
18
18
19
18
18
18
18

CTCGTAGACTGCGTACCAATT
GACTGCGTACCAATTCGC
GACTGCGTACCAATTTGA
GACTGCGTACCAATTCAG
GACTGCGTACCAATTTCT
GACTGCGTACCAATTCTA
GACGATGAGTCCTGAGTAA
GATGAGTCCTGAGTAATC
GATGAGTCCTGAGTAATG
GATGAGTCCTGAGTAAGG
GATGAGTCCTGAGTA
GATGAGTCCTGAGTA




