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Species identification and phylogenetic relationship of mealybug

cryptic species genus Planococcus Ferris 1950 by molecular techniques
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Abstract

|dentification of mealybugs, genus Planococcus Ferris 1950, was conducted
between October 2021 and September 2022 to identify the species, host plant,
distribution. Survey and specimen collecting were carried out from various agricultural
crops in central, northeast and north of Thailand. Three species of Planococcus were
identified by using molecular technique (cox1): 1. Planococcus lilacinus (Cockerell,

1905), 2. Planococcus minor (Maskell, 1897), and 3. Planococcus citri (Risso, 1813).
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(Cockerell, 1905), 2. Planococcus minor (Maskell, 1897), ay 3. Planococcus citri (Risso,
1813).
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Figure 1 Field survey of mealybug in central, northeast and north of Thailand
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Figure 2 Field view of A) Planococcus lilacinus (Cockerell) B) Planococcus citri (Risso)

and C-D) Planococcus minor (Maskell)



Table 1 Nucleotide sequence analysis of the 690 bp DNA fragments from Planoccus

samples amplified by cox1 gene (PcoF1/ LepR1)

No.

Scientific name

Nucleotide sequence

Planocccus minor

atcattaaatgaatatattcaactaatcataaaaatattagattaatatacttatt
atttggattttgatctggattaataggtttatcaataagatttattattcgaattgaa
Ctaataaatttaaataataattttaataataatataatttattatataataattact
attcatgcttttattataattttttttataactatacctatcattattggaagattaa

gaaattgactcttaccattaatattaatatcatcagatttaatttttcctcgattaa
ataattttagatttteattattaattccatcacttattttaataataataaatataat
attatctaataatattaataccggttgaacactttatcccectttaattaatcaaa
attttattacattaaattttattattttttctttacatttaaatgggatttcttctattt
ttagatcaattaattttatttcatcaatttttattattaataataataactttttttta
aataatattactttatatatttgatccattattattacaactattttattaattattt

ctattccaattttatcaagagcaattactataattattttagataataatcttaata

taaatt tttttaatccattaggaaatggtaatccaattttatatcaacatttatt

Planoccus citri

atcattaaatgaatatattcaactaatcataaaaatattagattaatatacctttt
atttggatttteatctggattaataggtttatcaataagatttattattcgaattgaa
ctaataaatttaaataataattttaataacaatataatttattatataataattac
tattcatgcttttattataattttctttataactatacctatcattattggaagatta
agaaattgacttttaccattaatattaatatcatcagatttaatttttccccgatta
aataattttagattttgattattaattccatcacttattttaataataataaatata
atattatctaataatattaatacaggttgaacactttaccctcctttaattaatca
aaattttattacattaaattttattattttttctttacatttaaatggaatttcttcta
tttttagatcaattaattttatttcatcaatttttattatcaataataataatttttttt
taaataatattactttatatatttgatctattattattacaactattttattaattatt
tctattccaattttatcaagagcaattactataattattttagataataatcttaat
ataaatttttttaatccattaggaaatggtaatccaattttatatcaacatttatta

Planoccus lilacinus

attattaaatgattatattcaactaatcataaaaatatcagtttaatatatttactt
tttggattttgatccggtttaataggattatcaatgagatttattattcgaattgaat
taataaatttaaataataactttaataataatataatttattatataataattact

attcatgcttttattataattttttttataactataccaattattattggaagaataa
gaaattgattattaccattaatattaatatcttcagatttaatttttcctcgattaa

ataattttagattttgattattaattccttcattaattttaataatattaaatataat
tttaataaataatattaatacgggttgaactttataccctccattaattaatcaaa
attttattacattaaattttattattttttcattacatttaaatggaatttcttcaatt
tttagatcaatcaattttatttcatcaatttttattattaataataataattttttttt

aaataatatttctttatatatttgatcaattattattactacaattttattaattattt
ctattcctattttatcaagagcaattactataatcattttagataataatttaaata

taaatttttttaatcctttaggaaatggtaatcctattctctatcaacatttaaat




