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matK ITS2
oYy 1 T. Wongwarat et al. no. 01-001 MK834326 MK809337
U8 2 T. Wongwarat et al. no. 01-002 MK834327 MK809338
8YD9 3 T. Wongwarat et al. no. 01-003 MK834328 MK809339
8N 5 T. Wongwarat et al. no. 01-004 MK834329 MK809340
J8YDY 7 T. Wongwarat et al. no. 01-005 MK834330 MK809341
889 9 T. Wongwarat et al. no. 01-006 MK834331 MK809342
Jzge 11 T. Wongwarat et al. no. 01-007 MK834332 MK809343
89 86-13 T. Wongwarat et al. no. 01-008 MK834333 MK809344
38993 60 T. Wongwarat et al. no. 01-009 MK834334 MK809345
YUY 72 T. Wongwarat et al. no. 01-010 MK834335 MK809346
389 90 T. Wongwarat et al. no. 01-011 MK834336 MK809347
\NYASFNERNS 50 T. Wongwarat et al. no. 01-012 MK834337 MK809348
MBUs 60 T. Wongwarat et al. no. 01-013 MK834338 MK809349
WIgUe 80 T. Wongwarat et al. no. 01-014 MK834339 MK809350
ﬁqm 1 T. Wongwarat et al. no. 01-015 MK834340 MK809351
ﬁﬁm 2 T. Wongwarat et al. no. 01-016 MK834341 MK809352
WU T. Wongwarat et al. no. 01-017 MK834342 MK809353
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