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ABSTRACT

The Objective of Standard trial of sweet corn hybrids 2018 series were to select the
sweet corn hybrids high yield and quality products for the farm trial. The experiment was
carried out at Songkhla Field Crops Research Center, Phattalung Agricultural Research and
Development Center and Trang Agricultural Research and Development Center in 2019 with 5x6

rectangular lattice design. A total of 24 sweet corn varieties and 6 commercial sweet corn
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hybrids; Songkhla 84-1, Chai Nat 2, Hybrix 3, Wan-54, Sugarmax and Insee-2; were compared.
The criteria for choosing the hybrids was that they gave green fresh yields (unhusked corn)
between 2,697-3,307 km/rai, yellow fresh yields (husked corn) between 1,752-2,210 km/rai, ear
diameter between 4.30-4.73 cm., ear length between 17.9-23.1 cm. seed content between 54.3-
64.3 percent and sweetness between 12.9-15.7 “brix as well as having good test. The results
showed that among the standard trial of 24 sweet corn hybrids, only 8 varieties met the criteria
for farm trial in 2019. They are S18004 S18010 S18025 S18034 S18035 S18037 S18041 and
518168

Keywords: standard trial, sweet corn variety, hybrid

6. AU
o’d‘du d

unaunanlun1susulsaiugieliod 4 Tunsu laua 1) nsAadenagiugnilanyauey

3

D,

R8s 2) Msasieiugiug 3) Msnegeuuavyssliunanugiui uay 4) n1ssnwiAunsionuguay

(%
a =

nsveug Tunsunisvngeulavyseiliunaiugludty Wunsuenanuwanasuesiuglnditing

[

MnugnIsuuarAaanden vieufitevesisaedeanaintiu iteliannsndnideniusiiaindull
I¢ogagniasutiug (8195, 2529) antuidedfinlsldtmuadunounameaouiasUssiiunaiuglmily
5 sedfu Toun 1) niswSsuidisuidesdiu (preliminary tria)  2) n1siU3euiisuansgiu (standard
trial) 3) MaUSeusiisuluriosdu (regional trial) 4) nMswSeudisululsinunsns (farm trial) wag 5) 13

nagoululsinunsns (field test) (Mweg, 2558) MsiUSeuifisusnasgruluduneunisilsauiiisu wie

nageu vseUsiluiugNyludunug U Wefigadareiuinasiawseiauntula daufwuniiiug

]

msgIunseRugninunsnsieudgnedluvaety waziminzauiazverenadnulamaaadlgnis

wnzUgntuaninlsvesnensns lnefinsiSeuisuiasgudutunsulunsyssiuiudfeu (elite

aa o 1 v

variety) MHunsAnLdanaINNsIUTeUs ulUa9AuNILaY Femsagyivisiuuasuenaniiduegeiley

3-4 a0 Ui (9135, 2529; Mikwws, 2558) lugauasl 2562 lasenisusuusesiugvesaudideiivlsdeumla

a3 19anNaNNARBIlAE IS M INANT LA ETUTMUANULANAIVNSRUENTTHINYUSE TR (pedigree) 161

aNuaNNAaB (experimental hybrid) 31U 144 gnuay (W51 wazAuy, 2563) wazlatiumagey
fa v A

AngnnvesgnrauaudITenylsaswan lusugarul 2562 Feladndangnraufiau 91uIU 17 gnay

Fazresldsunsmegeudnanmvesgnuauvulunismeassdseuiisuasgnduddudaly

7. 35015 0UNS

- gunsal

[y

1. winiuginlnavinugnuaufviu 4l 2562 31u3U 17 gnnay



v

2. whastusimnavugnnandifunmsiifuiudiuieudieu S1u 8 s ldunasa
84-1 (Songkhla 84-1) Faum 2 (Chai Nat 2 ) 8uvi3 2 (Insee 2) 9ulUaIM (JumboSweet)
¥IU 54 (Wan 50) teadu1351 (SM1351) leusng 3 (HiBrix 3) wag leusng 59 (HiBrix 59)
Joinil 15-15-15 uag 46-0-0

=

asmdndsivlssiavneusen azlnaaes 50% W/V EC
astesiumInuuasduunAuULlEon 1.92% EC
anseaiumdnvydaanedlig

gunIalinAIAINMII (hand refractometer)

iseslumies (centrifuge)

A e B A

Linpuge esillesasauiues 1aseedd
e A v o= 1 I a a ¢ & v v
10. gUnIaiawe wu Aude auntudindeya gamvieinunands fin eunsaluamdnt1alng &1
117074 aealulaswuiin Judu
ad
- 3813
Tugoudsd 2562 Audideiivlstouminisndnwdagnuaniiiy - udilugoWud 2562

Y Y

siumsmeaeslutiafeuliguieuiidaney 2562 fulamaaswesuditefitlsaman naqs ovalng
e AudideuasiaNEnunInse aalar o.lsmdey 2938 wavAudITeuasiRLININYATIVS
AALENTY BAIDY 29MgY MWNUNITVIRBILUUTaNwaNTiY (alpha lattice; t=ks, k=5, s=5)
(Giesbrecht and Gumpertz, 2004; Hinkelman and Kempthorene, 2006) U 2 62’5'!1 Tagdignlne
wIgNHANAY iU 17 gawas TR S19043 S19051 S19057 S19059 S19062 S19064 S19066
519075 519077 519081 519083 519090 519109 519113 519125 519126 way S1914 GEJ"I’JIWQMUWUQﬂNﬂN
fdunsisamaaeuiug $1tau 8 Wus iun awan 84-1 Feum 2 Buvs 2 Suliain v 54 wady
1351 lgusng 3 wag lousng 59 Aseimnuuususiusiu (combined analysis of variance) lnglglusinsu
d593U Plant Breeding Tools (Sales et al, 2013) VAEOURIIULANANVBBVENAVOEANNLINGDY
(environment effect) UagnAFOUANULANANTBIUATNFURUGVRILENTTUAUANNWIAGBY (genotype X
environment  effect) 105 -2 Log Likelihood ratio test MAABUAMUANGIALALYBIGNNELFILAY
WBsuidisutuinlnemugnuasiusnsmiliduiuguBsudioulns?s Least Significant Different (LSD)
flsviu 005  uazfonsanenuwanzaegnnay  nelimslinneidvsnandnvesiugnssusamiu
Uduiusseninaiugnssuivanmuinden (Genotype main effect plus Genotype x Environment
interaction, GGE biplot analysis) (Yan et al., 2000; Yan and Kang, 2003)

nsujuRguaine

windeidsesiunieunsedeuiulaglive 15-15-15 $n91 50 Alanusiols Mndunsiufu
LazenseIgnIzegneses 0.75 WS veendnmeiriameeadndeliouusesiiuiu 2 wandenqu

JreEnNTENINvad 0.25 WA Wane 5.0 wes 91U 2 uwasieuUasgeglviiituiiign wuans



v A

fdmfaivdssinnieusenudinisugnidiefudimuidu  dedudnlnavudiengld 2 Uasivdaugn
nouuenlivde 1 dudeviau Wesudnlnemiuilengld ¢ dawi ladowdamilaelivoies 46-0-0
8091 20 Alanduiels uaziilefongld 6 dUnvi Tatourmiilagldteind 46-0-0 §s 20 Alandusiols Tok
thwadszmuetietes 5-7 Susions siuanstiostuirauuamuarusndy WuRemandandsiusen
uda 18 u WuAsuasduiindeyaimunluuiazudason
nstuiindaya

1. Judgn uagnsuuRnisene

2. wawdnsiaiuden wandndeniden uazeskusEnounanan
52821281 GU Wounaa U 2561 Auan Wouiueneud 2562
gowil audideivldanma  audideuasiannnanuesede quiideussiannnmsinuaivigs uas
AUy

PalsFaum

8. HaN1MARRIA I
a (3 U Ql' o w ;% | a :’1 I .
HANTIATIRANLLUTUTINYRIENwEN 1IN SNYRTdA laun nandeiinnadden (yield
with husk) wandainusniuasn (yield without husk) A1AMNMINU (sweetness) Haztosinsvansiln
(tip blank) wui1  dnuazkandnilniadfen  uasnandnilnUeniuden  Wugnssudamuunneieiu
anmndeudanuuandieiy uaslufduiussarinsiugnssuduannwnden wasgslsinin wui

YUIAAMURYTUTIUYDINUINTTUTAIFININNIIAURUTUTINVDENIMWINGRN  wazdlA18auINnTT
U duius senInaiugnIsuivanIngkIngesin  Lansdl NSLandeenaetIlnavugnraudey Lin

PNAUINTIUNWANARTUVBLAAZgANEY 1NNTNARIINANMLIRRBNVT UfFuTuSTenIiugnTsuiy

annraey (Usying, 2548)

NananEnnaUaan
IrlnavugnuaNfsuliaadeverananiniaufenti 3 anmwindenagsening 1,295-

2,674 Alansusiols (Table 1) Tuvauzidnlnamnugnuaniduiugnisilinandnegsewing 1,907

aa v Y

2,651 Alansurals 91nAN519A 1 wuin ﬁsé’hfﬂwwa'mgﬂmamaLﬁuﬁiﬁmamaﬂﬂLmﬂmqmaaammmﬂwm

A & o & v = & o & ~ v & o Y a
vugnraumiduiugnsAdaduiugiiseuiiguyniiug 31w 16 gneay 41ilnariugnNaufLeuy
Aananinandnegsening 1,870-2,674 Alandusials dilwaviugnuaumau S19043 Falvinande

wiriu 1,295 Alansusiels Tnandedesnindnilnamnugnuanilunisiiugdewm 2 Juldeain

5

WU 54 watdu 1351 wazlauing 59 egredidudAgnisad

' o '
v v saa o ! a

A o sdo ) a . = v & W
nsUssiluiusnduiusiviuglugauni  (ideal  genotype)  @aspuluiugnilvsaade

anwagnINsinyaIiaulags @evswanany 1, PC1 11n) uagiliaiesnm (stable) vaeiugnssulunis

WARSANWYTIY 9 g9 (§iBnEwandnd 2, PC2 tos) (Yan and Rajcan, 2002; Yan and Kang, 2003) fals



saa i

Induniugifiaauaunn (desirable genotype) siusluanunfiasoguuiduwnuaAaferodn nNwIndeN

9 q

a

N o sa & a 1 Y @ Ly 1% a o [y a [ (%
wazengliiugnilulugauafiogass waignan sl uiugnssuaeBsdmiunsussliuiugle

Y

I =2

(Mitrovic et al., 2012) sl WugndauAdwsiianulndipesiviugiugauafiunniian (Kaya et al,

q

L4

2006) 90 1 (Figure 1) wuin drilwananugneaniidunisdmiuglauing 59 ddumiseglugaiuglu

'
1 ]

aauAf drlnarnugnraumie $19059 (G4) Wudriwavugnuaufinuidduwmiseglndiugluanuni

WNIgn

nandninUaniuden

FrlwavugnuaufieniliradevemananiinUoniudonita 3 anmuandonegsewing 820-
1,784 Alanfusiels (Table 2) luvaziitmlnemmugnaauiiduiugmsdlinandnegsening 1,225-1,698
Alansusiols anA1adt 2 wud EmInavugneanfuRlinanEalsiunnesnaaaRtu e
gnwasduiugnsindaduiusiisudiounnitug Sy 16 gaway dmlwemiugnrasfisusanaals
NAwAReYsEIing 1,252-1,784 Alansusiols dlwavniugnuandieu 519043 Fdlsinandnvindy 820

Alansusiols Winandadeenindnlnamiugnuaniidunisimiugdeum 2 weadu 1351 waglausnd 59

9

o v aa

pg1litydAgyan

nsUssliuiusnduiusiviuglugeuad (deal genotype) (Figure 2) wuidn dmlwevianu
anEaNAwiY S19051 (G2) S19064 (G6) way S19059 (G4) Hewmseglnaymiuglugauad (ideal
genotype) 1NNigAR IRy DawiIndmlnarugnuanniay S19051 uag S19064 edliatiysnines
v v N o 1 a a i o XA a a v A
TuguesnIn e ugnaassey  S19059  uslldnafenanangandt vieilidesain dvSwandni 1
(PC1=55.4%) gandvswananil 2 (PC2=32.3%) ylvnandnidvsnalunisuansoenvesiuginnnii

WD NUDINUG

AMAIUNITUY

drlwavugnuaufieiilidiadovesenmuvniuis 3 anmuwandouegseuinn 11.1-15.3
0anU3nd (Table 3) Fmlwevmugnuaufidusiusmsdndammmiuegsening 11.1-14.6 ewmi3nd
Fnmevmugnuasisiu S1uan 13 gnas AlsArrmmuegsewing 13.2-15.3 sernu3nd dianemnmmmls]
wansremsadmtuilnevugnaniidumsiiugaman 84-1 Suv 2 Suliain mu 54 eadu 1351
lausng 3 uaw lausnd 59 udliAreumuganddrilnevug nauiugtoum 2 (11.1 asmuing) ae

a o LY

RGN ANGAL

>

s o v ¢ (%

nsUsglluiusnduiusiviuglugauad (deal genotype) (Figure 3) wuidn dmlwewanu
anWaNAwiu S19125 (G15) Tsumiseguuganuslugauad s 1o S19059 (G4) wag S19077
(G9)

Slefinnsandnvasmamsnuasiiddguesiiinamu Wen nandnilnnauden wandniln

Uaniden wagA1AuviU Yestnilnavugnaauilay 31U 17 garas lssuieuiudninanig



ayunamInaasuazdaiauanue
AndandIlnanugnaaNRiAY F11U 2 gnwas loun Lo S19059 uag S19051 ety

nsnaaeudnenInlunsiirnardnauaraunInuslan lunisneaassdseuiisuiugiulsinunsnssely

nsdmaululduszlevd
T1IINANIIUGNHANFAY TIUIU 2 gnRay baln S19059 war S19051 NiAnanmlunislvina
nanwazAnIUsinaf Az lUldusvleviifeAnifengnrandinanlutuneunisiuseumevluls

nensnsiul 2564 Wedududnenmeesiugieunsuuziiiugdinunsnssely

LANE1591989
UseIns wnsuwi. 2548, Ufduiussenieiugnssuivaniwianaey. vt 193-239. Iy - lulawm3ng

WanIsUSUUoiugy. nadniials AneHEnNsIUNITINYAS WnTinedeuly, Wednl.

NI LHIUE 2809 LARAS AAUS 2AYUE 18T UgSAN UuNnUS Sty LavisTunu 19aa. 2563.
maUSsuiiguilawiuiugtalnavugnaas : 9al 2562. i 336-343. [y : 578471
#WaaIde U 2562 Guded Inlwndngn Wnasysnedy. audideivlsdeum anduidenvls

LA NUNALNUNANIY NTHATINTLAYRS.

Mg NgAReEun. 2558. wuIApuazdelauauuzlunsUsulsoiugivls. lenansusenaun1sineusiid
U URNS nangesmsusuUTaiugivlsuuuRaunay. 20-23 unsiau 2558 a Audidenels

209 9.59804.
9175 . 2529, dedunauavauwuiinlunisusuugeiugils. 2957539 5inwmg 4: 85-92.

Giesbrecht, F. G. and M. L. Gumpertz. 2004. Planning, Construction, and Statistical Analysis of
Comparative Experiments. Wiley. New York. 701 p.

Hinkelman, K. and O. Kempthorne. 2006. Design and Analysis of Experiments.  Volumes 2.

Wiley. New York. 780 p.

Kaya, Y., M. Akcura and S. Taner. 2006. GGE biplot analysis of multi-environment yield trials in
bread wheat. Turk. J. Agric. 30: 325-337.



Mitrovic, B., D. Stanisavljevi, S. Treski, M. Stojakovic, M. lvanovic, G. Bekabac and M. Rajkovic.
2012. Evaluation of experimental maize hybrids tested in multi-location trials using

AMMI and GGE biplot analysis. Turkish J. Field Crops. 17(1): 35-40.

Sales N., V. Bartolome, A. Cafieda, A Gulles, R.I.Z. Morantte, L. Nora, A.M. Raquel, C.E. Relente,
D. Talay and G. Ye. 2013. Plant breeding tools: Software for plant breeders, 1-40. In:
12th National Convention on Statistics. October 1-2, 2013 Shangri-La Hotel,

Mandaluyong City, Philippines.

Yan, W., L. A. Hunt, W. Q. Sheng and Z. Szlavnics. 2000. Cultivar evaluation and mega-
environment investigation based on the GGE biplot. Crop Sci. 40: 597-605.

Yan, W. and I. Rajcan. 2002. Biplot analysis of test sites and trait relations of soybean in
Ontario. Crop Sci. 42: 11-20.
Yan, W. and M.S. Kang. 2003. GGE biplot analysis: a graphical tool for breeders, geneticists and

agronomists. CRC Press LLC., Boca Raton, Florida.



Table 1 Yield with husk (kg.rai') of 17 elite sweet corn hybrids (in descending order of mean over 3 environments, Songkhla (SK), Trang (TG) and Phattalung (PL))

pairwise comparisons compared with 8 commercial variety checks, in early rainy season, 2020.

) Environment (E) G-mean difference from comparison varieties (kg.rai™")
HZZ;'d o« e oL e c1¥ c2 C3 ca c5 Cé6 Cc7 cs
(1,924 (2,322) (2,034) (2,289) (2,315) (2,392) (1,907) (2,651)

519064 3,162 2,260 2,600 2,674 750 352 640 385 359 282 767 23
$19059 3,068 2,401 2,324 2,598 674 276 564 309 283 206 691 -53
519075 2,589 2,666 2,029 2,428 504 106 394 139 113 36 521 -223
$19051 2,924 1,489 2,795 2,402 478 80 368 113 87 10 495 -249
519083 2,591 1,901 2,628 2,373 449 51 339 84 58 -19 466 -278
519057 2,646 1,432 2,665 2,247 323 -75 213 -42 -68 -145 340 -404
S19125 2,334 2,168 2,087 2,196 272 -126 162 -93 -119 -196 289 -455
519126 2,642 1,840 1,863 2,115 191 -207 81 -174 -200 =277 208 -536
S$19077 2,600 2,048 1,686 2,111 187 -211 7 -178 -204 -281 204 -540
519066 2,252 2,005 2,071 2,109 185 -213 75 -180 -206 -283 202 -542
S19141 2,479 1,422 2,266 2,055 131 -267 21 -234 -260 -337 148 -596
519081 2,701 1,748 1,717 2,055 131 -267 21 -234 -260 -337 148 -596
519062 2,770 1,768 1,332 1,956 32 -366 -78 -333 -359 -436 49 -695
$19109 2,597 1,317 1,891 1,935 11 -387 -99 -354 -380 -457 28 -716
519113 2,075 1,685 1,897 1,885 -39 -437 -149 -404 -430 -507 -22 -166
519090 2,181 1,337 2,094 1,870 -54 -452 -164 -419 -445 -522 -37 -781
519043 1,365 1,365 1,155 1,295 -629 -1,027* -739 -994* -1,020% -1,097* -612 -1,356*

v Eight commercial variety checks, C1 = Songkhla 84-1, C2 = Chai Nat 2, C3 = Insee 2, C4 = JumboSweet C5 = Wan54, C6 = SM1351, C7 = HiBrix 3, C8 = HiBrix 59
?" Average yield of checks over 3 environments

* = significant pairwise comparisons compared with checks at least LSD .05 level



Table 2 Yield without husk (kg.rai”!) of 17 elite sweet corn hybrids (in descending order of mean over 3 environments, Songkhla (SK), Trang (TG) and Phattalung (PL))

pairwise comparisons compared with 8 commercial variety checks, in early rainy season, 2020.

) Environment (E) G-mean difference from comparison varieties (kg.rai™)
HZZ;'d o« e oL e c1¥ c2 C3 c4 C5 Ccé c7 cs
(1,303  (1,606) (1,213) (1,332) (1,433) (1,534) (1,225) (1,698)

S19051 2,179 1,073 2,101 1,784 481 178 571 452 351 250 559 86
519064 2,152 1,174 1,982 1,769 466 163 556 437 336 235 544 71
519059 2,137 1,320 1,745 1,734 431 128 521 402 301 200 509 36
$19075 1,690 1,570 1,457 1,572 269 -34 359 240 139 38 347 -126
S19077 1,821 1,490 1,380 1,563 260 -43 350 231 130 29 338 -135
519141 1,812 908 1,652 1,457 154 -149 244 125 24 =77 232 -241
$19125 1,433 1,438 1,334 1,401 98 -205 188 69 -32 -133 176 -297
519083 1,608 778 1,813 1,400 97 -206 187 68 -33 -134 175 -298
$19057 1,514 653 2,002 1,390 87 -216 177 58 -43 -144 165 -308
519113 1,602 1,176 1,374 1,384 81 -222 171 52 -49 -150 159 -314
S19126 1,696 1,237 1,213 1,382 79 -224 169 50 -51 -152 157 -316
519081 1,837 958 1,326 1,374 71 -232 161 a2 -59 -160 149 -324
519090 1,646 726 1,582 1,318 15 -288 105 -14 -115 -216 93 -380
$19062 1,939 839 1,036 1,271 -32 -335 58 -61 -162 -263 46 -427
519109 1,698 680 1,404 1,260 -43 -346 ar =12 -173 -274 35 -438
519066 1,568 960 1,229 1,252 -51 -354 39 -80 -181 -282 27 -446
519043 853 853 753 820 -483 -786* -393 -512 -613 -714* -405 -878*

v Eight commercial variety checks, C1 = Songkhla 84-1, C2 = Chai Nat 2, C3 = Insee 2, C4 = JumboSweet C5 = Wan54, C6 = SM1351, C7 = HiBrix 3, C8 = HiBrix 59
¥ Average yield of checks over 3 environments

* = significant pairwise comparisons compared with checks at least LSD .05 level
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Table 3 Sweetness (%Brix) of 17 elite sweet corn hybrids (in descending order of mean over 3 environments, Songkhla (SK), Trang (TG) and Phattalung (PL)) pairwise

comparisons compared with 8 commercial variety checks, in early rainy season, 2020.

. Environment (E) G-mean difference from comparison varieties (%Brix)
HZZ;'d o« e oL e c1¥ C2 C3 ca c5 Cé6 c7 cs
(14.3)¥ (11.1) (14.6) (13.6) (13.4) (14.0) (13.7) (13.5)

S19125 15.9 15.0 14.9 15.3 1.0 4.2* 0.7 1.7 1.9 1.3 1.6 1.8
S19077 15.6 14.5 14.0 14.7 0.4 3.6* 0.1 1.1 1.3 0.7 1.0 1.2
S$19059 15.6 15.0 13.5 14.7 0.4 3.6% 0.1 1.1 1.3 0.7 1.0 1.2
S$19090 15.8 14.0 13.8 14.5 0.2 3.4* -0.1 0.9 1.1 0.5 0.8 1.0
S19075 15.3 14.5 13.5 14.4 0.1 3.3% -0.2 0.8 1.0 0.4 0.7 0.9
S19066 15.1 14.0 135 14.2 -0.1 3.1* -0.4 0.6 0.8 0.2 0.5 0.7
519083 14.7 14.0 13.8 14.2 -0.1 3.1* -0.4 0.6 0.8 0.2 0.5 0.7
519062 15.6 13.5 12.0 13.7 -0.6 2.6% -0.9 0.1 0.3 -0.3 -0.0 0.2
S$19051 14.5 13.0 135 13.7 -0.6 2.6% -0.9 0.1 0.3 -0.3 -0.0 0.2
S19113 16.0 14.0 10.8 13.6 -0.7 2.5% -1.0 -0.0 0.2 -0.4 -0.1 0.1
519081 13.2 135 13.0 13.2 -1.1 2.1% -1.4 -0.4 -0.2 -0.8 -0.5 -0.3
S19126 13.6 13.8 12.3 13.2 Uyl 2.1*% -1.4 -0.4 -0.2 -0.8 -0.5 -0.3
519064 13.9 13.0 12.5 13.1 -1.2 2.0 -1.5 -0.5 -0.3 -0.9 -0.6 -0.4
519043 133 13.0 11.3 12.5 -1.8 1.4 -2.1% -1.1 -0.9 -1.5 -1.2 -1.0
S19057 13.9 11.0 12.3 12.4 -1.9 1.3 -2.2% -1.2 -1.0 -1.6 -1.3 -1.1
S19109 135 10.5 11.8 11.9 -2.4% 0.8 -2.7% -1.7 -1.5 -2.1% -1.8 -1.6
S$19141 12.7 10.3 10.3 11.1 -3.2% -0.0 -3.5% -2.5% -2.3% -2.9% -2.6% -2.40%

v Eight commercial variety checks, C1 = Songkhla 84-1, C2 = Chai Nat 2, C3 = Insee 2, C4 = JumboSweet C5 = Wan54, C6 = SM1351, C7 = HiBrix 3, C8 = HiBrix 59
?" Average yield of checks over 3 environments

* = significant pairwise comparisons compared with checks at least LSD .05 level
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GGE Biplot-Genotype View for GW_Mean
FC1=58.68%,; PC2=27.7%
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Figure 1 The GGE biplot-genotype view show the mean performance and stability of the 25
genotypes for yield with husk and compare the genotypes with respect to the ideal

genotype

GGE Biplot-Genotype View for YW_Mean
FC1=55.4%; PC2=32.3%
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Figure 2 The GGE biplot-genotype view show the mean performance and stability of the 25
genotypes for yield without husk and compare the genotypes with respect to the ideal

genotype



GGE Biplot-Genotype View for SW_Mean
FC1=72.8%; PC2=17.8%
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Figure 3 The GGE biplot-genotype view show the mean performance and stability of the 25
genotypes for sweetness and compare the genotypes with respect to the ideal

genotype



