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Abstract
Microsatellite or simple sequence repeats (SSRs) are highly polymorphic, co-dominant genetic markers
commonly used for population genetics analysis, although the development of species microsatellites are
cost and time-intensive. Vanda is a genus in the orchid family (Orchidaceae) which, although not large (about
fifty species), is one of the most important florally. This genus and its allies are considered to be the most
highly evolved of all orchids within Orchidaceae. The genus is very highly prized in horticulture for its showy,
fragrant, long lasting and intensely colorful flowers. In Thailand, this orchid is very important genera for
exporting as fresh cut flowers. In this study, we used magnetic bead hybridization method within enrichment
library to develop microsatellite simple sequence repeats (SSRs) for Vanda orchids. 101 primer sets were
designed and characterized in 5 wild species of Vanda in Thailand. The number of alleles per locus ranged
from 1-5 ,The 64 primer pairs were successfully amplified and characterized by genotyping in 5 wild

populations of Vanda spp. and showed polymorphic. The development of these markers will contribute to the



studies or diversity patterns and fingerprinting for each variety of their matrix profiles with 10 to 15 primer
pairs used. The 64 primer pairs we designed can be used to distinguish different ecotypes and species, and
might be used for species related in genera Vanda.

Keyword Microsatellite, DNA fingerprinting, Magnetic bead, Vanda Orchid, SSRs marker
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9 BIRDOV09 GGTCGAGGCAAAAGTGATGT GCAACGAATTAGCCCAAAAA 60 221 1 15 | M
10 BIRDOV10 GCAACTGGTCCAGAACCTTG CTTTGTTTTAGGGCGACTGC 60 210 1 2 M
11 BIRDOV11 CGAAGAGATCCTCCTGTTGC TTTGTCCGGTCATTCAGTCA 60 215 2-3 8 P
12 BIRDOV12 ATCCCACTCTCATCCCTCAC TCCTCTTCCACCTTCCTCCT 60 254 5-6 2 | P
13 BIRDOV13 TCGCCGAGCTTTAGGTAGAA TCATCACCTCCATCCTCCTC 60 211 1-2 7 P
14 BIRDOV14 GCCCGTGTCTCAAAATCTCT GCGCATACGTTCTTGCATTA 59 206 1 5 M
15 BIRDOV15 CAGTCCAACCGAAGCTTTTC AGAAGGATTGGCATGTTTGC 60 209 2 6 P
16 BIRDOV16 CAGTCCAACCGAAGCTTTTC AGAAGGATTGGCATGTTTGC 60 198 1-2 6 P
17 BIRDOV17 | GAGAGAGAAAGGGAGCAGGAG | GGTCCCAACCTCTTCCAATC 60 234 2 4 M
18 BIRDOV18 AGCTGACTTGGCGAAACACT TTACGCTCCGGAACAAAAGT 60 202 1 5 M




19 BIRDOV19 CGAGGGATGGAATGATTGTT TCTCACCAGAAGGAGGCATT 60 212 1 5 M
20 BIRDOV20 TAGCTGTTTCCTGGCAGCTC CGAACCGAACAGGCTTATGT 60 225 1-2 5 P
21 BIRDOV21 CATGCTTTGAGTTGGGAGGT ACCTGGACGGCAAATAATGA | 60 211 1 5 M
22 BIRDOV22 CGTGCACGTCTTACACACCT TTACAACTTTCGCCCTCGAC 55 206 1-2 6 P
23 BIRDOV23 CCAAGCTTCGGATCATTTCT CCACCCCCTACACGACTATC 59 206 1-2 9 P
24 BIRDOV24 TGTTGCAACGAACAGGTCAC TGTCCTGGCTGGTTTAGAGG 60 201 1 3 M
25 BIRDOV25 CCCTTCAAGAACTCCACCAA AATCCATGTGTGCGGATTTT 60 216 1 2 M
26 BIRDOV26 TAGCTGTTTCCTGGCAGCTC CGAACCGAACAGGCTTATGT 60 203 2 9 P
27 BIRDOV27 CCCTTCAAGAACTCCACCAA AATCCATGTGTGCGGATTTT 60 204 1 3 M
28 BIRDOV28 CTTGGGTTTGAGTGGGATTG AGACACCTTGCCCTCATTTG 60 213 2 10 | M
29 BIRDOV29 GATCGAAGCTTGGGGTCTCT GACACGAACCAGAGCAGACA | 60 225 2-4 16 | P
30 BIRDOV30 CTCATATGCAAGGGGGAGAA CCAAGCTTCGATCGTCTCTC 60 224 2-3 12 | P
31 BIRDOV31 TAGCTGTTTCCTGGCAGCTC ACGAACCGAACAGGCTTATG 60 198 1-3 8 P
32 BIRDOV32 TAGCTGTTTCCTGGCAGCTC GACCGAACAGGCTTATGTCC 60 200 1 5 M

m@’mﬁ 1 (si|)
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33 BIRDOV33 | CCTCTAGACCAGCCAGGACA CCATTGGACCGTTACACACA 60 215 4-9 21 P
34 BIRDOV34 CATGGGGTGTTGTTTGAGTG CATGGGGTGTTGTTTGAGTG 60 209 3-5 13 | P
35 BIRDOV35 TTCGGATCCTCCTTCGTAGA CTCGCACAACAGAACTTGGA 60 203 1 5 M
36 BIRDOV36 TGAGGCTCACAACTCCAACA CAAGGGTCGTAGTCGGTTGT 60 193 2-6 13 | P
37 BIRDOV37 | GAAGGACTTGAAAAGGGCAGT | GCCCCAAACAGACCCTAAAT 50 203 3-9 18 | P
38 BIRDOV38 TAGCTGTTTCCTGGCAGCTC AACCGAACAGGCTTATGTCC 60 199 1 4 M
39 BIRDOV39 TAGCTGTTTCCTGGCAGCTC ACGAACCGAACAGGCTTATG 55 202 1 4 M
40 BIRDOV40 | GCTGTAGGAGCCCAAACTGA TTTGGTTGAGCTCCCTTTTG 60 222 1 5 M
41 BIRDOV41 GAAAATGGGTCATTGGTTGG ATGTCCTTGGCTTCAAATGG 60 202 1-2 8 P
42 BIRDOV42 TAGCTGTTTCCTGGCAGCTC GACCGAACAGGCTTATGTCC 55 199 1 5 M
43 BIRDOV43 | AAGTTGGCCTCAACAACCAG CCCTCCACCTAAACAGCAAA 60 210 1 3 M
44 BIRDOV44 GTGCCACCCTCTTTTGTTGT ATCCCACGCAGAATCATTTC 60 197 1 1 M
45 BIRDOV45 TAGCTGTTTCCTGGCAGCTC CGAACCGAACAGGCTTATGT 60 201 1 2 M
46 BIRDOV46 ACCCGCTTAGCTAGCACGTA TGTTTCCCTCTATCCGCTCA 60 191 1-2 5 P
47 BIRDOV47 TAGCTGTTTCCTGGCAGCTC CGAACCGAACAGGCTTATGT 60 201 1 2 M
48 BIRDOV48 | AGGGCGTGCTGTAGGAGTAA CCCAAGCTTCGAATACCAAA 60 201 1 5 M
49 BIRDOV49 AGCTTCGGATCAAGGTGCTA CACGGTCTCCTTTGTGAGTG 60 206 3-4 8 P




50 | BIRDOVS0 | TAGCTGTTTCCTGGCAGCTC | CGAACCGAACAGGCTTATGT | 60 | 201 1 2 | M
51 | BIRDOV51 | AGGGCGTGCTGTAGGAGTAA | CCCAAGCTTCGAATACCAAA | 60 | 201 1 5 | M
52 | BIRDOV52 | GCAACTGGTCCAGAACCTTG | CTTTGTTTTAGGGCGACTGC | 60 | 201 1 3 | M
53 | BIRDOV53 | TAGCTGTTTCCTGGCAGCTC | CGAACCGAACAGGCTTATGT | 60 | 200 | 1 2 | M
54 | BIRDOV54 | TCGAACCGTAGACCTTCTCG | CCAAGCTTCGGATCAGGATA | 60 | 221 1 5 | M
55 | BIRDOVS5 | CTGCCCAGAATGAAGTGTGA | CAGCTGGATGGCAAATAATG | 60 | 202 | 12 | 8 | P
56 | BIRDOVS6 | GGCGCTTTCTCATAGCTCAC | GCCTACATACCTCGCTCTGC | 60 | 207 | 1 2 | M
57 | BIRDOV57 | GGCGCTTTCTCATAGCTCAC | GCTACATACCTCGCTCTGC | 60 | 205 | 1 2 | M
58 | BIRDOV58 | TGTTGCAACGAACAGGTCAC | CGAAGTCGAGGCATTTCTGT | 60 | 209 | 1 2 | M
59 | BIRDOV59 | TGGAGGTGCTGGTGATATTG | ACACAGGCATCTCCACACAC | 60 | 197 | 23 | 10 | P
60 | BIRDOV6O | GGCGCTTTCTCATAGCTCAC | GCCTACATACCTCGCTCTGC | 60 | 207 | 1 5 | M
61 | BIRDOV6! | GAGGGAGAGAGGGAGAAGGA | ACAAGAAACCTGCGTCGAAT | 59 | 204 | 12 | 9 | P
62 | BIRDOV62 | GATCGAAGCTTGGGTCTCT | GACACGAACCAGAGCAGACA | 60 | 225 | 12 | 7 | P
63 | BIRDOV63 | ATTCAACTTACCCCGTGTGC | TAACACACGGACGGCAAATA | 60 | 254 | 12 | 5 | P
64 | BIRDOV64 | CCCCCAACTTCTACAACAGC | GACCCCAAGCTTCGTAATCA | 60 | 202 | 23 | 10 | P
a9
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